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OIPE 



RAW SEQUENCE LISTING DATE* 11/21 /?n 09 

PATENT APPLICATION: US/10/002 , 631A TIME: 10^08^4 6 

Input Set : A:\10002631SEQLISTING txt 
Output Set: N:\CRF4\11212002\J002631A.raw 

4 <110> APPLICANT: Graff, Jonathon M. j 

5 Muenster, Matthew C. 

xo 'lit lll^ZTT^fToslll l^V" SIGNAL SE ^ S 

fte> Jo !", 0> CURRENT APPLICATION NUMBER: 10/002, 631A 1 
£*^> 13 <141> CURRENT FILING DATE: 2002-10-31 

15 <150> PRIOR APPLICATION NUMBER: 60/300,309 

16 <151> PRIOR FILING DATE: 2001-06-21 
18 <160> NUMBER OF SEQ ID NOS • 324 

23 <211> LENGTH: 884 



24 <212> TYPE: DNA _ ^ M „ fV«intV 

25 <213> ORGANISM: Homo sapxens _^SS^SLled 

27 <220> FEATURE: COTTSClOd DlSKOT© N880BU 

28 <221> NAME/KEY: unsure 

29 <222> LOCATION: (608) . . . (884) 

30 <223> OTHER INFORMATION: n = A C G or T 
32 <400> SEQUENCE: 1 G or T 

34 3 aatcccacca ITc^T* \ aaCaacaaa caacaaacaa aacaaaacaa acaaacaaaa 60 

35 atctcgcggt SSgcoS? a'acaT"' 0 ° tgCtCa ^ "gtaagctg actctagacc 120 
7fi =>^ = tcctgcggat agcacagcac aagatcatac tgaagatcat accaaatatr ion 

37 tct 9 ttaa a taa "? t9CC * at ^ccactgcg ccgatgatgt ggaat'ttatt gtcgl^gacc 240 

38 cagatgtct g g g aoataaSta ™ CttauS * ^gaaggttt cgagtacgtc cttcttgggg 

39 tggatggct? tcTclttta - 9CCC ^cagccaaac cacagcagtt caacgca?ag 360 

40 tccttgKaa acS'ggac ttccttal^ ^TT™ ttttca 9 ctt gttgtaggtg 420 

41 gccgcagcta «tcaa?aac llttttn acctcatcct tgtgggaata tccccagatg 480 

42 gcactgggac tcctqcacaa ccacalt aagaggaa ^ c ccgaagaaca gtcccagcat 540 

43 gcoggctnca 'to al , cccc ^agca gcccaggaag cccaccagca tcatgagggc 600 
-W44 cttgSSaa aataoSf "^f 00 *^ gtagaagctg gaattattat tattaagSt 660 

fc ~ =1 =5=5 — =S=5 ==== E 
- S — p ==5= ~ s ~™ ~ 5 S 

50 <211> LENGTH: 288 

51 <212> TYPE: PRT 

52 <213> ORGANISM: Homo sapiens 

54 <220> FEATURE: r . hi I /) ' "7 

55 <221> NAME /KEY: UNSURE A CI A flM frfi^ /JLoU/K (rf X<rZJ&^>-±J O 

56 <222> LOCATION: (1)...(2) ' , » g - 

59 till SEQUENCEf°2 MATI0N: ^ = ^ «** ^ 
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RAW SEQUENCE LISTING DATE: 11/21/2002 

PATENT APPLICATION: US/10/002 , 631A TIME: 10:08:46 



W— > 



w— > 



w— > 



w--> 



w— > 



w--> 



Input Set : A:\10002631SEQLISTING.txt 
Output Set: N:\CRF4\ll212002\J002631A.raw 

60 Xaa Xaa$aa) GlyGaa Xaa)Prc/Xaa Xaa) Arg Asn Pro/ 
62 Xaa /Lys (Xaa Xaa Xaa Xaa^Lyg; Xaa) Pro Val/OCaa 3 

6^y^Y — — 

64 GlvTXaajLys Tyr His/XaaJCys Ser Gly PhefXaa Xaa) Leu 

, . 35 ^r^y 40 ^ ^45 

LeufXaalArg Glu/Xaa)Leu Ser Leu Pro Leu Thr Lys Gly Ser 

S\ 55 60 

Thr Leu/Xaa)Pro Arg Ala Ser Ser Ser Lys Lys Leu Asn Asn 
65 70 75 /~*\ 

Ser Ser Phe Tyr Thr Gly Val Tyr He Leu Ile(Xa a> Ala Gly 

Gly Phe Leu 



65 
66 

67 
68 

69 
70 

71 
72 
73 
74 
75 
76 
77 
78 
79 
80 
81 
82 
83 
84 
85 




Met Met 



Gin Cys 



Leu Val 
100 



90 
Cys 



His Asn 
130 
Ser Pro 
145 
Ala 



Met 
115 
Ser 



Leu Gly Leu Phe 



Cys Gly His 



Leu 
135 
Gly 



Gly Cys 
105 
Phe Gly Leu 
120 

Gly He Phe 



Gly Ala Val Gin 
110 



Pro Leu 



His Leu Gin 



Pro 
170 
Tyr 



Pro Gin 
140 
Gin Ala 
155 

Leu Cys 



Gly Asp 
125 

Gly Gly 



Gly Val Leu Gin 
150 

Pro Ala Gly Asn Ala Glu Ser His 
165 

Trp Phe Gly Trp Gly Arg Gly Thr Val Tyr Leu Arg His 

180 185 
Glu Gly Arg Thr Arg Asn Leu His Arg Glu Val Leu Ser 
195 200 205 

86 Arg Gly Leu Arg Gin He Pro His His Arg Arg Ser Gly 

87 210 215 220 
Cys Arg Gly His Asp He Trp His Asp Leu Gin Tyr Asp Leu 



Glu Asn 



Val Glu 



Leu 
190 
Cys 

His 



88 
89 
90 
91 
92 
93 
94 
95 
98 
99 
100 
101 
103 
104 
105 
106 
107 
108 



225 
Cys 



Tyr Pro Gin 



Glu Gin Glu 



Ser 
260 
Cys 



Glu 
245 
Leu 



230 
Pro Arg Asp 



235 

Gly Leu Glu Ser Ala Tyr 
250 

Pro Met Lys He Gly Gly He Phe Cys 
265 270 
Val Cys Phe Phe Ala Thr Gly Ser 
285 



Asn Asn 

80 

Ala Leu 

95 

Glu Ser 

He Arg 

Asp Gly 

Gin Gly 
160 
Leu Leu 
175 

Pro Gin 

His Gin 

Arg His 

Val Leu 
240 
He Pro 
255 

Leu Phe 



Leu Leu Phe 



Val 
280 



Val Leu Phe 
275 

<210> SEQ ID NO: 3 
<211> LENGTH: 529 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<4 00> SEQUENCE: 3 

actgatcttc agcatctttt actttcacca gcgtttctgg gtgaaagaaa 
gggaagacaa aagcaacaag ctcagggctg acatcaagat acctcccaga 
tacggcgcct ggcatagagt gcactgaggg tgaagcaggt aaagatcatt 
tgaaagcagt gggaaggatg ctggggttga cagcaataca aaactccagg 
ggccaactcc tgtaaggaat gcaaatccag caagaagtcc cagtcttttc 

109 catggctatg aggtgttgcc atcagccaaa tcatcaatat cagggagccc 

110 gcaggccagc ctgaatgaaa tgagtgacca tatggacata ggcccctgca 

111 acatacaaag ggcaaaactt gcatagacct tcttcaggtg ctgctgcgtt 



acattcccca 60 
aagaggtagc 120 
gccgtgccca 180 
gcagggccca 240 
tgttcagttt 300 
aaggcagaca 360 
gccgccacaa 420 
gacggggtta 480 
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RAW SEQUENCE LISTING DATE- 1 1 /?1 /9nr>9 

PATENT APPLICATION: US/10/002 , 631A Tim: 10:08M6 

Input Set : A:\10002631SEQLISTING txt 
Output Set: N:\CRF4\11212002\J002631A.raw 

<nriio\"m"r c 9aatcaaa " tc9ac9c "= 

115 <211> LENGTH: 162 

116 <212> TYPE: PRT 

117 <213> ORGANISM: Homo sapiens 

119 <4 00> SEQUENCE: 4 

120 Glu Phe Ala Ala Ala Ser Thr Phe Asp Ala Leu Leu Lys Phe Ser His 

122 lie Thr Pro Ser Thr Gin Gin His Leu Lys Lys Val Tyr Ala Ser Phe 

124 Ala Leu Cys Met Phe Val Ala Ala Ala Gly Ala Tyr Val His Met Val 

126 Thr His Phe He Gin Ala Gly " u Leu Ser Ala Leu Gly Ser Leu lie 

55 , gQ 

128 Leu Met lie Trp Leu Met Ala Thr Pro His Ser His Glu Thr Glu Gin 



130 Lys Arg Leu Gly Leu Leu Ala Gly Phe Ala Phe Leu Thr Gly Val Gxy 

1 

I 

150 155 16 o 



oo 9Q J 

132 Leu Gly Pro Ala Leu Glu Phe Cys lie Ala Val Asn Pro Ser lie Leu 



105 



134 Pro Thr Ala Phe Met Gly Thr Ala Me"t lie Phe Thr Cys III Thr Leu 



136 Ser Ala Leu Tyr Ala Arg Arg Arg Ser Tyr Leu Phe Jeu Gly Gly lie 



135 



138 Leu Met Ser Ala Leu Ser Leu Leu Leu Leu Ser s'er Leu Gly Asn Val 



14 0 Phe Phe 

144 <210> SEQ ID NO: 5 

145 <211> LENGTH: 454 

146 <212> TYPE: DNA 

147 <213> ORGANISM: Homo sapiens 
14 9 <4 00> SEQUENCE: 5 



150 ggatccgggc caaaaaaaat aaacaqcaac ttcatan^p^ aa^aa^^ 

151 cetttt.tct ttgggctttt taaccatctc ItTctllt" "tacK" '""S" 20 

« s sis;; s~ t c ? 9aataa9a tt9ttttt " ; 

154 aaot,™!; "caaggttt tttttctcct ttgagattat aatgaacatg gtcacaccac 240 

lit t a' a" 11 g t' ^ CaaXSc k**"^ 300 

156 acaaatttcc t t t.S "*""'" "tgtaaata aaaaatacaa 360 

151 tttttcct" cctggtcglg S a""" 5 "" 9CC "" aa9 «° 

159 <210> SEQ ID NO: 6 454 



160 <211> LENGTH: 144 

161 <212> TYPE: PRT 

162 <213> ORGANISM: Homo sapiens 
164 <4 00> SEQUENCE: 6 



165 Asn Ser Arg Pro Arg Arg Pro Gly Glu Glu Lys Arg Thr Lys Thr Ser 
167 Lys Ala Leu Leu Phe Phe Leu Lys Tyr Phe Lys Lys Glu lie Cys Leu 



25 30 
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RAW SEQUENCE LISTING nflTF 

PATENT APPLICATION: UW0/0B2.O1A ™ E: '}£ li-T 

Input Set : A:\10002631SEQLISTING txt 
Output Set: N:\CRF4\U212002\J002631A.raw 



171 His Phe Ser Arg Met Thr Lys Pro Ala Phe Gly ^ « ^ ^ 

173 Leu Leu Thr Leu Leu Val Val Pro Cys Ser Leu ler Gin Arg Arg Lys 
175 Lys Thr Leu Lys Lys Gin Lys Gin Gin Lys 11 As n Leu lie Pro 11 
177 lie Pro Val Thr Phe Leu Cys Met Tyr 11 Ma Val Leu Val Val Gly 



179 Leu Tyr Glu Met Val Lys Lys Ala Lys Asp Lys Arg P he Leu Phe Phe 



182 130 ^ ^ J" Val »» ^.Trp Pro Gly Ser 

185 <210> SEQ ID NO: 7 140 

186 <211> LENGTH: 478 

187 <212> TYPE: DNA 

188 <213> ORGANISM: Homo sapiens 
190 <400> SEQUENCE: 7 

ill lllliTZ g Cg \~ i~Tt t a ct caaa r gac atcaagaaac cgattt ^ 

193 catgtatgtg acttaqatac tocrf??? 9 tCtCCat ^ c tcagaaaatg cccaagacat 

194 tgacgataag Ig a tt SSrtSS 9agg " aaga gtagcat 9 aa gaaettaaga 180 

195 actttcaaaa aggacagS aggtttcaat agaatgtgga tatattcaaa 240 

196 taccacgacc ccoaag^gcr rccoact.S ^T^ 9 acaca 9 aaa a cactgggaat 300 

197 toacacaatt ttcccctatt acotgSaca llTtalT" t^*^ "^ggagg 360 

198 ttcaaaccac gattttccca tttaSf™ aaatgactca toacttccca aaagcttctt 420 

200 <210> SEQ ID NO: 8 tttatttt 99 tccaatgcgt cgacgcggco gcgaattc 478 

201 <211> LENGTH: 150 

202 <212> TYPE: PRT 

203 <213> ORGANISM: Homo sapiens 

205 <400> SEQUENCE: 8 

206 ton Ser Arg Pro Arg Arg Arg lie Gly Pro Lys Met Gly Lys Ser Trp 
208 Phe Glu Lys Lys Leu Leu Gly Ser Asp 11 Ser Phe Cys Thr Arg Gly 



60 
120 



210 Lys He Val Pro Pro Ala Asn Thr Met Val lie Ser Trp 11 Arg Lys 
212 His Leu Gly Val Val Val lie Pro Ser Val Phe Cys Val Leu Val Leu 
214 Pro Phe Leu Asn Thr Val Leu Phe Glu Ser Phe Glu Tyr lie His lie 
216 Leu Leu Lys Pro Asn Lys Phe Arg Leu Leu Ser Ser Ser Val Leu His 
218 Ala Thr Leu Asn Leu Pro Lys Ser Ser lie Val Thr Tyr Met Me't Ser 
220 Trp Ala Phe Ser Glu Pro Trp Arg Thr Leu Lys Gly Arg ne Ala Ala 
222 Phe Leu Lys Gin lie Gly Phe Leu Met Ser Phe Gly III Pro Cys Leu 
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Page 5 c 



RAW SEQUENCE LISTING DATF . , i /91 /9nno 

PATENT APPLICATION: US/10/002 , 631A TIME : 10:08:46 

Input Set : A:\l0002631SEQLISTING.txt 
Output Set: N:\CRF4\11212002\J002631A.raw 

223 130 135 140 

224 Leu Leu Met Leu Gly Ser 

225 145 150 

228 <210> SEQ ID NO: 9 

229 <211> LENGTH: 770 

230 <212> TYPE: DNA 

231 <213> ORGANISM: Homo sapiens 

233 <220> FEATURE: 

234 <221> NAME /KEY : unsure a t I a ^ 

23' till SSI'S^S^; Tl\. c g m t ^ d*4^JrJU±^ sk7 

238 <4 00> SEQUENCE: 9 ' - -n 

240 IttTT* f gttggtct ggtagcttcg gctgctgtaa gtgacaagtt gtagttgcct 60 \A** faUs) 
2 1 Totllltlll tCCag " CCtg g ^tgacaag ggtgagatct gcctgaccct ctcLgSg 120 
tcct a a^ CCC CtgCCaCgtC ccaggtgcct agggaggcag tcagg'tcac 180 

242 ctggtatacc tcctgaccag aagctgcctg aaggctcagc cctggcacca agatgctcct 240 

243 gaggggctga acttccacac cctgtagggg gtactggagc ggggagttgg caggggctat 300 

244 gagcagctgg tcagctgggg actggctcct cgacagaaag gcctggaac? cc qSc c 360 

ga 9 StSc 9 SL CCCtCa gCtCtgCagg ^caaaggcc 9 t'tggt'gaggt caat'agc eg 2 
247 9 tggaagggga gggggaggee ccccccactg gactcacaac tgcag^tgt? 480 

W-> 248 E aa^r Cta C " gCtCCtt ^tcctgacc gggatgtgtg cctagcSggg 540 
W-> 249 l^tsl 9 agatctggca gctcgggcct gegggggett tgogggggog cccacggcgc 600 
W-> 250 atlaZ ° ggangCCCg Wogoogtno ogggtgctcg cgJcaggan ccccaSgag 660 

W-> 111 aacctnta^ ° CagaaggaC — aagggecegg cgggccaacc acatoctgS 120 

253 "lOrSE^in^r "^-^ ^ntnanccg geeggaatta 

254 <211> LENGTH: 255 

255 <212> TYPE: PRT 

256 <213> ORGANISM: Homo sapiens 

258 <220> FEATURE: 

259 <221> NAME/KEY: UNSURE 

260 <222> LOCATION: (5)... (75) 

< 5nn > ° THER INFORMATI ON= Xaa = Any amino acid 
263 <400> SEQUENCE: 10 

lie Pro Ala Gly Xaa Xaa Pro Xaa Arg He Leu Pro Ser Leu Xaa Val 

Ser Arg Met Trp Leu Ala Arg Arg Ala ^eu Val Arg Phe Gly Pro Ser 

20 25 30 

Gly Xaa Leu Gly Leu Xaa Gly Xaa Pro Val Arg Glu His Pro Xaa Arg 

270 Arg Pro Gly Xaa Arg Val Leu Leu Ala Pro Trp Ala Pro Pro Gin Ser 
MJ 55 60 

Pro Arg Arg Pro Glu Leu Pro Asp Leu Ala Xaa Glu Pro Arg Ala His 

He Pro Val Arg He Lys Glu Gin Val Val Gly Leu Leu Ala Trp !sn 

85 90 95 

Asn Cys Ser Cys Glu Ser Ser Gly Gly Gly Leu Pro Leu Pro Phe Gin 

105 no 

Glu 




Lys Gin Val Arg Ala He Asp Leu Thr Lys Ala Phe Asp Pro Ala 



SS^E^ct <220> » sssa * 
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